Single-crystal X-ray study T = 120 K Mean '(Au±I) = 0.001 A Ê R factor = 0.049 wR factor = 0.125 Data-to-parameter ratio = 24.7
Treatment of the (isocyanoborane)gold(I) chloride adduct [LAuCl] [L = (H 3 C) 3 NB(H) 2 NC] with KI at room temperature yields the unusal title compound, bis [isocyano(trimethylamino) 
Comment
We have recently been interested in the formation of (isocyanide)gold(I) halide adducts, because of their propensity to interact aurophilically. The term aurophilicity is used to describe observed AuÁ Á ÁAu interactions. These intermolecular contacts have been shown to have bond energies and distances similar to those observed for classical hydrogen-bonding interactions (7.5±12.5 kcal mol À1 and 2.7±3.5 A Ê , respectively) (Schmidbaur, 1990 (Schmidbaur, , 2000 Mathieson et al., 2000) . Hence, aurophilic behaviour is considered to be a major factor in determining the particular supramolecular motif which a series of monomers is observed to adopt. Our recent synthetic studies have involved the use of an unusual zwitterionic isocyanoborane species (L) (Andersen et al., 2001 ) (see scheme). The substitution reaction of [LAuCl] , whereby chloride is replaced with iodide, has yielded (I), whose structure shows clear evidence for aurophilic effects directing the appearance of its extended structure.
Compound (I) crystallizes in the triclinic space group P1 (Z = 2). The asymmetric unit comprises one equivalent of the isocyanoborane donor species and a single iodide, each coordinated to crystallographically distinct gold cations Au1 and Au2, both of which are located on inversion centres (Fig. 1) . Both Au1 and Au2 exhibit pseudo-square-planar coordination geometry, with bonding angles of 91.443 (11) (I1ÐAu1Á Á ÁAu2) and 97.1 (2) (C1ÐAu2Á Á ÁAu1 i ; symmetry code as in Table 1 ). Au1 is trans-coordinated by two equivalents of iodide; Au2 is also trans-coordinated, by isocyanide moieties. The coordination of each gold ion is completed by AuÁ Á ÁAu contacts with adjacent Au centres, where Au1Á Á ÁAu2 is a mere 3.0438 (7) A Ê , suggesting that signi®cant aurophilic character is present in (I). Literature values for observed AuÁ Á ÁAu contact distances suggest an approximate range of 4.1 A Ê (as often associated with the inter±dimer bonding in chains of dimers) to 2.9 A Ê for complexes similar in topology to (I).
A perfectly linear in®nite chain of gold atoms is thus formed, aligned parallel to the crystallographic a axis (Fig. 2) . It can be seen that adjacent chains are displaced from each other along the b axis, thus forming a two-dimensional gridlike array of sheets. The B1ÐN1ÐC1 angle is 175.7 (7) , this portion of the coordinated isocyanoborane being almost linear. Adjacent iodide and isocyanide substituents are aligned approximately orthogonally to one another (Fig. 3) . A network of classical (van der Waals) intermolecular interactions is formed primarily between methyl H atoms and adjacent I À atoms (Fig. 3) . 
Methyl H (CÐH distance = 0.98 A Ê ) and BH 2 (BÐH distance = 0.99 A Ê ) atoms were placed in calculated positions using a riding model. U iso values were set to 1.2U eq of the parent atom for BH (1.5U eq for methyl H). The maximum and minimum difference map features were located 0.94 A Ê from Au1 and 0.81 A Ê from Au2, respectively.
Data collection: DENZO (Otwinowski & Minor, 1997) and COLLECT (Nonius, 1998) ; cell re®nement: DENZO and COLLECT; data reduction: DENZO and COLLECT; program(s) used to solve structure: SHELXS97 (Sheldrick, 1997); program(s) used to re®ne structure: SHELXTL (Sheldrick, 1997); molecular graphics: DIAMOND (Crystal Impact, 2001); software used to prepare material for publication: PLATON (Spek, 2003) .
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Special details
Experimental. PLEASE NOTE cell_measurement_ fields are not relevant to area detector data, the entire data set is used to refine the cell, which is indexed from all observed reflections in a 10 degree phi range. 
